Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.003 Å; disorder in main residue; R factor = 0.040; wR factor = 0.102; data-to-parameter ratio = 20.0.
The title compound, C 14 H 11 BrN 4 O 4 , contains 3-bromophenyl and 2,4-dinitrophenyl groups on opposite sides of a hydrazone unit and crystallizes with two molecules in the asymmetric unit. The dihedral angles between the two ring systems in each molecule are 2.0 (1) and 2.5 (4)
. Weak C-HÁ Á ÁO hydrogen bonds and weak -stacking interactions [centroid-centroid distance = 3.7269 (14) Å ] help to establish the packing. Intramolecular N-HÁ Á ÁO hydrogen bonds are also observed. On one of the rings, the Br atom is disordered over two equivalent positions of the phenyl ring [occupancy ratio 0.8734 (10):0.1266 (10). 
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Crystal data Table 1 Hydrogen-bond geometry (Å , ). (Liang, 2007) . In particular the dinitrophenyl hydrazones exhibit good nonlinear optical (NLO) and crystalline properties (Baughman et al., 2004) and are found to have versatile coordinating abilities towards different metal ions. In addition, some 2,4-dinitrophenyl hydrazone derivatives have been shown to be potentially DNA-damaging and mutagenic agents (Okabe et al., 1993) . As a result of their significant molecular nonlinearities and remarkable ability to crystallize in non-centrosymmetric crystal systems (Zare Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
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